Background
Results
The primary site of M1 tumors was mainly upper-outer quadrant and overlapping lesion of the breast. Patients with N1 disease had better overall survival and BCSS than did those without lymph node metastasis. The overall survival and BCSS of M1 patients with N3 disease were significantly lower than that of those with N0, N1 and N2 disease, whereas patients with N2 and N0/N1 involvement showed no significant difference with survival. Multivariate analysis showed that lymph node metastasis was an important prognostic factor for M1 patients (N1 versus N0, hazard ratio [HR] = 0.902, 95% confidence interval [CI] : 0.825-0.986, p = 0.023; N3 versus N0, HR = 1.161, 95% CI: 1.055-1.276, p = 0.002). For M1 patients, age, race, marital status, primary site, ER, PR and HER2 were the independent prognostic factors. a1111111111 a1111111111 a1111111111 a1111111111 a1111111111
Introduction
Breast cancer is the most common cancer in women worldwide, and 1.68 million cases are newly diagnosed annually [1] . Among them, about 6%-10% of women present with de novo stage IV breast cancer at diagnosis [2] [3] [4] . The median survivals of the disease with distant metastasis are ranging between 18 and 24 months [4] [5] [6] . Once metastatic disease is diagnosed, treatment is usually palliative with systemic therapy. This practice is based on prior studies, which have shown stage IV breast cancer to be an incurable disease [7] [8] .
The combination of primary tumor (T), regional lymph nodes (N) and metastases (M) is the cornerstone of the breast cancer staging system of the American Joint Committee on Cancer (AJCC). Based on the presence of distant metastasis, all patients are divided into two groups-staging M0 and M1 [9] . For M0 patients, lymph node metastasis is an important demarcation criterion, which is also regarded as one of the most important prognostic factors in clinical practice [9] [10] [11] [12] . However, M1 patients are all categorized as stage IV regardless of any N status [9] . Up to date, the clinical value of N descriptors has been neglected in various cancers of M1 staging, including breast cancer. Recently, Dai et.al reported that lymph node involvement is an independent prognostic factor for M1 patients with lung cancer [13] , whereas the clinical effect of lymph node status on patients with M1 breast cancer has not been studied extensively. Thus, the present study aims to identify whether accurate identification of lymph node status in M1 patients with breast cancer is of clinical value.
Materials and methods

Patients
The Surveillance Epidemiology and End Results (SEER) database (2004-2013) was used for the study. The National Cancer Institute's SEER Ã Stat software (Version 8.2.0) was used to identify patients. All patients had a pathologically confirmed diagnosis of stage IV breast cancer according to the 6th and 7th edition of the AJCC criteria. Patients for whom breast cancer was not the first tumor were excluded. Demographics, including age, gender, race and marital status at diagnosis were retrieved. Tumor variables included location of the primary tumor, T staging, N staging, histological type, estrogen receptor (ER) status, progesterone receptor (PR) status and human epidermal growth factor receptor 2 (HER2) status. Data of HER2 status is available since 2010. Survival data were extracted at 1 mo intervals for a follow-up period between 1 mo and 120 mo.
Statistical analysis
The data were presented as median (range) and percent values. Overall survival and breast cancer-specific survival (BCSS) were evaluated using the Kaplan-Meier method and compared using the log-rank test for all M1 patients according to N staging. Overall survival was determined from the SEER record of survival time (total number of months) and vital status. Breast cancer-specific survival (BCSS) was defined as the interval from diagnosis of M1 disease until death due to breast cancer. In addition, multivariate the Cox proportional-hazard regression model was applied to adjust for potential confounders in the survival analysis for all M1 patients, with p-values < 0.05 considered statistically significant. All analyses were conducted using SPSS 19.0 software (IBM, Inc., Armonk, NY).
Results
A total of 7379 patients of M1 breast cancer were selected from the SEER database. The age of the patients ranged from 19 to 99 years, with a median age of 59 years. There were 117 male and 7262 female patients. Among them, the majority (approximately 95%) were ductal and lobular neoplasms. The primary site of M1 tumors was mainly upper-outer quadrant and overlapping lesion of the breast (26.3% and 21.8%, respectively). Table 1 showed the baseline characteristics of patients.
Of all the M1 patients, 1550 patients had their disease diagnosed as N0, 2682 as N1, 1485 as N2, and 1662 as N3. The survival analysis evaluating the entire cohort showed that patients with N1 disease had a better overall survival (p < 0.001) than did those without lymph node metastasis (Fig 1) . In addition, the overall survival of M1 patients with N3 disease were significantly lower than that of those with N0, N1 and N2 disease (p < 0.05, p < 0.001 and p < 0.001, respectively) (Fig 1) , whereas similar overall survival rates were observed between patients with N2 involvement and those with N0 or N1 involvement (p = 0.152 and p = 0.103, respectively) (Fig 1) . Further, the BCSS rates of M1 patients were similar to the overall survival (Fig 2) .
In the multivariate analysis, the results indicated that lymph node metastasis was an important prognostic factor for M1 patients (N1 versus N0, hazard ratio Table 2 ). In addition, the risk of death was lower for M1 patients aged 65 years than those aged > 65 years (HR = 1.417, 95% CI: 1.325-1.516, p < 0.001) ( Table 2) . For M1 patients, race, marital status, primary site, ER, PR and HER2 (negative vs. positive) were the independent prognostic factors ( Table 2 ).
Discussion
The TNM classification system attempts to account for most basic parameters of cancer, and it has utility for determining the extent of disease, providing guidance for treatment planning and predicting the outcome. As the single most important prognostic factor in breast cancer [14] [15] , the nodal status in M0 patients has attracted much more attention than that in M1 patients. Remarkably, the results from the current study showed that lymph node metastasis was an important prognostic factor for patients with M1 breast cancer.
In addition, patients without lymph node metastasis had worse overall survival and BCSS than did those with N1 disease, which was confusing indeed. For one hand, T stage has not been taken into consideration. For example, patients with T1N1 should have better survival than those with T3N0. For another, the invasion of tumor cell into lymph nodes can activate an antitumor immune response, which may benefit patients with lymph node metastasis [16] .
Patients with N2 and N0/N1 involvement showed no significant difference with survival (P > 0.05). We speculate that the abnormality may be related to the site of metastasis, such as visceral metastases, bone metastases and brain metastases. Several studies have reported a range of prognostic factors for women with metastatic breast cancer including factors such as age at diagnosis, ER, PR, HER2 and site of metastases [5, 17] . The current study showed that for M1 patients, age, race, marital status and primary site were the independent prognostic factors. Thus, further studies or more clinical data are required to evaluate the impact of the site [20] . However, in this study, we just selected patients from the SEER database to analyze the prognostic factors. It is necessary for us to include more detailed information using our own patient database to verify the results.
In conclusion, accurate lymph node staging is utilized mainly to estimate prognosis, and it also contributes to determining treatment strategies. Our results supported that the prognostic value of lymph node staging extends even to M1 patients and indicated that accurate lymph node evaluation for M1 patients is still necessary to obtain important prognostic information. 
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